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ABSTRACT

DNA microarray experiments in biological laboratory are sources of DNA transcription
data. DNA trancription data is formed into a numerical table that can be analysed by several
computational methods to understand fundamental aspects of growth and development as well as
to explore the underlying genetic causes of human diseases. In this study, DNA transcription data
clustering system is developed. It is a tool that helps the analysis of DNA transcription data using
clustering techniques. Clustering techniques developed in this system include the k-means
algorithm, single linkage hierarchical clustering, complete linkage hierarchical clustering,
centroid linkage hierarchical clustering, the cluster radius bounded k-means algorithm and the
multi-level k-means algorithm. The last two methods are originally proposed by the author in
coorperation with author’s independent study adviser. The results of clustering are displayed in
graphic format and kept in text file that can be subsequently displayed the system. This DNA
transcription data clustering system is shown to be satisfied by the user requirements and eases

biologist for DNA transcription data analysis.
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