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selection intensity (%) K
1 2.64
2 2.42
5 2.06
10 . 1.76
20 1.40
30 1.16

{Falconer, 1870)
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-Ir 4 [ [l =l
4 4 WnrArifdenuAazdgng

Source Degree Sum Tabular
of of Mean Compuied
Varation Freedom Square Squre F 5% 1%
Replication 2 1.13707 0.565854
Gengatype 11 - 71.5369 6.50335
Among selection (A) 2 097461  0.48730 0.07ns 3.44 572
Among cross {B) 3 348679 116226  1.56ns 3.05 482
A*B 6 356044 594807  0.80ns 255 3.76
{within selection)
Error 22 164.557 7.47988
Total a5 237.231

= 4 -
ns = HAANUARATIMNEDA

e = yanshaaifasnadedadyhazAl 0.06 waz 0.01 mud Wi
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Source Degree Sum Tabular
of of of Mean Computed
Variation Freedom Square Squre F 5% 1%
Replication 2 35.7222 17.8611
Genotype 11 2459.64 223604
Among selection (A) 2 178.722 89.3611 3.43ns 3.44 572
Among cross (B) 3 1712.75 570.017 21.92* 3.05 4.82
A*B 6 568.167 94.6944 3.64* 2.55 3.76
(within selection)
Error 22 572.944 26.0429
Total 35 3068.31

el . -
ng = Tifiaanu UANFATNNINENDR

o = ypnsnan A Rat il dAnRnau 0.05 uaz 0.01 AMNAEL
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Source Degree Sum Tabudar
of of of Mean Computed
Variation Freedom Square Squre F 5% 1%
Replication 2 1687.357 78.6785
Genotype 11 541.275 492068
Among setection (A) 2 173.238 86.6192 2.86ns 3.44 572
Among cross (B) 3 58.0933 106644  0.66ns 3.05 482
A*B B 309.044 51.5073 1.70ns 255 -3.76
(within selection)
Error 22 666.904 30.3138
Total 35 1365.54

1 i ] -
ns = Billpumnstmnasie

= uansnanRTAad Ay ATEAL 0.05 uaz 0.01 RmRFL
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Source Degree Sum Tabular
of of of Mean Computed
Variation Freedom Square Squre F 5% 1%
Replication 2 42.8642 214321
Genotype 1 144.674 41.2612
Among selection (A) 2 33.0622 16.5261 2.38ns 3.44 572
Among cross (B) 3 367890 122630  1.77ns 305 482
A*B 5] 74.8326 12.4721 1.80ns 2.55 3.76
(within selection)
Errar 22 152.845 6.94750
Total 35 340.383

=2
7]
Il

& ddke .

{

Tflaruuanstameati

1 B L o O s ‘J o o ar
: umnsina g TRaE T AYsEAL 0.05 AT 0.01 AuAIRL
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Fraufiaddon 4 lunirdAaRanuFAazianag

Source

Degree Sum Tabular
of of of Mean Computed
Variation Freedom Square Squre F 5% 1%
Replication 2 242236 12.1118
Genotype 11 372958 33.905364
Among selection (A) 2 155.581 77.7907 523 3.44 572
Among cross (B) 3 145.8830 486277 3.27ns 3.05 4.82
A*B 4] 71.4950 11.9158 | 0.80nsl 255 3.76
(within selection)
Eror 22 327115 14.8689
Totat 35 724298
CV. = B629

i =t 1 a2, <o
ns = BilasumnRtan st

* ek

= unndWn AT Ast AT RTAL 0.05 uay 0.01 RusAu



105

A RNIANLIN® 8 n1sdarsiacdinisoudnsnas iodn 1,000 NANTBIgAKEN

;g . . -
dnuafiatddan 4 uanrdameanwiazifnag

Source Begree Sum Tabular
of of of Mean Computed
Variation Freedom Sgquare Squre F 5% 1%
Replication 2 38.4914 19.2457
Gernotype 11 242878 71.3649
Among selection {A) 2 89.6375 448187 573 3.44 5.72
Among cross (B) 3 603656 201219  026ns 305 482
A*B §] 147.204 24.5340 3.14 2.58 3.786

{within selection)

Ermror 22 171.098 7.81808
Total 35 453 367
ns = WEAUUANANNNGDR

= upnRNnNanRet NTd A RTsAu 0.05 18T 0.01 AuseL
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Source Degree Sum Tabular
of of of Mean Computed |
Variation Freedom Square Squre F 5% 1%

Replication 2 18.2150 §.10750

Genotype 11 14.0267 1.27515
Among selection (A) 2 2.04500 -1.02250 1.19ns 3.44 572
Among cross (B) 3 3.70444 1.23481 1.44ns 3.05 4.82
A*B 6 8.27722 1.37954 1.61ns 2.55 3.76
{within selection)

Emor 22 18.8583 0.85720

Total 35 51.1000

ns = liiimuusnsanteada

* kK
+

umnrfifmvmﬂﬁ_ﬁﬂﬂnqﬁﬁﬂﬁqﬁmﬁf;ﬁu 0.05 UaT 0.01 MNAFL
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Source Degree Sum Tabular
of of of Mean Computed
Variation Freedom Square Squre F 5% 1%
Repitcation 2 18.1667 9.08333
Genotype 11 . 2083.00 189.367
Among selection {A) 2 £.50000 3.25000 0.19ns 3.44 572
Among cross (B) 3 - 162722 542407 3227 3.05 4.82

A*B 6 449.278 74.8796 4.45* 2.55 3.76
{(within selection)

Error 22 368.833 16.8106

Total 35 2471.00

[Tl b -,
ns = Wauuansanaia

. . an o av e o d o . o
= umnANaifetaiiudAnyisedi 0.05 waz 0.01 ANAHL
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Source Degree Sum Tabular
of of of Mean Computed
Variation Freedom Square Squre F 5% 1%
Replication 2 288.167 144.083
Genotype 11 387.417 35.2197
Among selection (A) 2 18.6667 0.33333 1.07ns 3.44 572
Among cross (B) 3 52.7500 17.5833 2.02ns 3.05 482
A*B 8] 316.000 52 6667 8.06™ 2.55 3.76

{within selection}
Error 22 191.167 8.68939
Total 35 866.750

LA MmN NATA

H

ns

¥ dek

, winpimNanAetaTafATNTEAL 0.05 uaz 0.01 AuAYFL
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Source Degree Sum Tabular
of of of Mean Computed
Variation Freedom Square Squre F 5% 1%
Replication 2 54.6889 27.4444
Genotype 11 98.5555 8.95959
Among selection {A) 2 10.8889 5.44444 2.44ns 3.44 572
Among cross (B} 3 55.2222 18.4074 8.25% 3.05 4.82
A*B 6 32.4444 5.4074" 2.42ns 2.55 3.76
{within selection)
Error 22 491111 2.23232
Total 35 202.556
ns = Liflauusnsneaia

* Kk

s A Ret B gAY T 0.05 uaY 0.01 AMNAGL
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Source Degree Sum Tabular
of of of - Mean Computed
Variation Freedom Square Squre F 5% 1%
Replication 2 272222 1.36111
Genotype 11 302.306 35.6642
Among selection (A) 2 91.7222 458611 9.96* 3.44 572
Among cross (B) 3 112.528 37.5003 8.15* 3.05 482
2.55 3.76

A*B ) 188.066 313426 681
(within selection) |

Error : 22 101278  4.60354

Total 35 496.306

Liflaruunasiimeada

ns

* kW

1 -y ] o B A o hd -
, Lsmnmwmmnmmwﬁﬂnmmum:mu 0.05 waz 0.07 Amuawwy
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Source Degree Sum Tabular
of of of Mean Computed
Variation freedom Square Saure F 5% 1%
Replication 2 36.3217 18.1608
Genotype 11 208.297 18.9361
Among selection (A) 2 34.1600 17.0800 3.85* 3.44 572
Among cross (B) 3 16.5389 £5.51296 1.24ns 305 4.82
A*B 6 157.598 26.2663 5.92* 2.55 3.78
(within selection}
Error 22 97.5717 4.43508
Total 35 342.190

ns = WHAMMURNANY AR

] 5, o 1 W 0w al s a  ar
T = umnmwmmnﬂﬂﬂﬂﬂﬁuﬂmﬂmm:mu 0.05 uaz 0.01 mauany
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=y =} 1 o =Y L1 [
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ANy 2540

ar XY = o O o = -3
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