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ABSTRACT

Chiamydia trachomatis is a common pathogen of sexually transmitted, ocular
and pulmonary diseases. Thirty four C. #rachomatis positive samples, obtained from
STD high risk subjects in Chiang Mai and surrounding areas were investigated for
genotype distribution and nucleotide sequence variation of the MOMP gene. C.
trachomatis genotypes were determined by using the PCR based RFLP technique, By
this method, the VD4 DNA was amplified and digested separately with 4 restriction
endonucleases, Alul, HindlIll, Ddel and EcoRIl. The nucleotide sequence variation was
determined by using dye terminator cycle sequencing. Seven different C. #rachomatis
genotypes were identified. They were genotype F (26.5%), D (23.5%), K (17.6%), E
(14.7%), G (5.9%) and J (2.9%). Genotype F, D, K and E were commonly observed

and accounted for 82% of the C. trachomatis genital infection. When nucleotides of the



whole MOMP gene were analyzed, 21 samples (61.8%) had nucleotide sequences that
differed from the prototypes, while 13 (38.2%) were identical. The sequence variation
was observed in all except genotype J. The nucleotide substitution was found in all four
VDs and seemed to be the only mechanism of these variants, The changes in those
nucleotide sequences usually resulted in amino acid substitution, This could lead to a

modification of their antigenic determinants and consequent evasion of the immune

function.
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