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dATP
dCTP
dGTP
DNA
dNTP
dTTP
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IgA
IgGG
[gM
Kb

LB medium
M

mg
MgCl,
min

ml

mM

alpha

beta

gamma

degree celsius

microliter

adenine

cytosine
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deoxycytosine triphosphate
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immunoglobulin A
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immunoglobulin M
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molarity
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minute

milliliter

millimolar
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0.D. Optical Density

PBMC peripheral blood mononuclear cells
PCR Polymerase Chain Reaction

pmol picomole

RNA ribonucleic acid
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Thermus aquaticus



