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ABSTRACT

The majority of native northern Thai group is the Yuan, better known as “Khon

Mueang”. The origin of Khon Mueang and their ancestors are still controversial. It has

not been clearly defined whether they are the descendent of Tai who migrated from South

or Southeast China, or they are just the endogenous Mon-Khmer peoples who had been

assimilated by the Tai rulers. The strong debate between believers of the immigrant and

endogenous hypotheses is still on going. Besides Khon Mueang, other Tai populations

inhabit northern Thailand are Lue, Yong, and Khuen. Most of them migrated during the
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past few hundred years from southern China and northern Myanmar. These groups also
have their own unique culture, tradition, and dialects which belong to the Tai linguistic
subfamily of the Tai-Kadai family. The attempt had been made to better understand the
genetic structure, demographic events and relationships among populations in northern
Thailand as well as to deliver the information of Khon Mueang’s biological ancestors,
using three types of genetic markers, the X-, Y-chromosomal STRs and mtDNA HVR-I
sequence variations as a tool. All these markers have been proven to be highly
informative for tracing back the ancestors and constructed the population histories as well
as their migratory routes.

The studied subjects were 321 male and 328 female volunteers belonging to 4 Tai
speaking groups: Yuan (Khon Mueang), Lue, Yong, Khuen and 3 Mon-Khmer speaking
groups:- MIgbri, Paluang, Plang populations. The sami:]es were selected from various
geographic locations in the northern part of Thailand. DNA was extracted from the white
blood cells of unrelated subjects, using the inorganic salting out protocol. Fifteen X-
linked STRs loci: DXS987, DXS990, DXS991, DXS993, DXS1001, DXS1060,
DX§1068, DXS1073, DXS1106, DXS1214, DXS1227, DXS8043, DXS8051, DXS8055,
DX58091 and 17 Y-linked STRs loci: DYS19, DYS388, DYS389a/b, DYS390, DYS391,
DYS392, DYS393, DYS426, DYS434, DYS435, DYS436, DYS437, DYS439, Y-
GATA-A10, Y-GATA-A7.1, Y-GATA-A7.2 were genotyped, and the D-loop fragments
of mitochondrial DNA at position 16048-16569 were sequenced. The data was analyzed
using various statistical methods.

The results suggested that almost all studied populations were genetically
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differentiated. The population distinction might be due to intensive founder effect and
low migration rate between populations. Genetic differentiation of each population was
found even within the ethnic group using the same ancestral ethnic name. The distinction
detecting between Yuan from Saraburi and those in northern Thailand suggested that
these populations might have different biological ancestors or admixed with different
ethnic groups. However, the genetic variation of all markers in Tai and Mon-Khmer
speaking groups did not correlate with linguistic classification. All Mlabri had the same
mtDNA haplotype and showed extremely genetic divergence from other populations
within Mon-Khmer speaking group. This observation could be explained by the intense
genetic drift within this population.

Relationship among paternal genetic history of northern Thai people correlated to
the geographic barrier of Chiang Mai-Lamphun basin, since inter-ethnicity blending
could be seen. Tai populations in northern Thailand had relatively far distance from
peoples in Altai area and Han Chinese. The Yuan or Khon Mueang are closely related to
the Dai and Zhuang in China, which tends to support the immigrant hypothesis that one
of the Khon Mueang’s ancestors may be the Tai groups from South or Southeast China.
However, the Yuan or Khon Mueang also exhibits close relationship with the endogenous
Mon ethnic group. Thus, the Khon Mueang might be the result of the admixture process |
during the Tai migration and settlement period. However, more information on genetic
data of the lowland Lawa, another long existed Mon-Khmer speaking population who
might share their gene pool with the Khon Mueang, is needed for reconstructing a clear

genetic history of Khon Mueang.
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