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ABSTRACT

Norovirus (NV), Sapovirus (SV), and Human Astrovirus (HAstV) are the
important cause of acute gastroenteritis in infants and young children. The present
study investigated the prevalence of NV, SV and HAstV infections in children under
5 years of age hospitalized with acute gastroenteritis in Chiang Mai province during
May 2000 to March 2002. The fecal specimens were tested for the presence of NV
genogroup | (NVGI) and Il (NVGII), SV, and HAstV by reverse transcription
polymerase chain reaction (RT-PCR) using degenerate specific primers. These

viruses were identified further by sequence and phylogenetic analyses of partial



Vi

capsid gene, in which their genogroups and genotypes were assigned based on the
relative homology with those of the reference strains available in the GenBank
database. A total of 296 fecal specimens tested, 13.5% (40 of 296) were positive for
NV, SV, and HAstV. Of these, NV was the most predominant with the prevalence of
58.5% (24 of 41), of which 17.1% were NVGI and 41.4% were NVGII. Of note, one
specimen was positive for both NVGI and SV. The SV was detected at 24.4% (10 of
41) while HAstV was detected at 17.1% (7 of 41).

Analysis of nucleotide and amino acid sequences revealed that NVGI strains
comprised of GI/3, Gl/4, Gl/6, GI/7, and GI/13 genotypes. Among NVGII strains,
approximately half of them belonged to genotype GlI/4 (Lordsdale virus cluster),
followed by GI1/3, G11/10, GII/1, Gl1/6, G11/8, and GII/15 genotypes. Analysis of SV
sequences revealed that SVGI (Manchester virus) was more common than SVGII
(London virus). The SV genotypes detected in this study were SVGI/1, SVGI/4,
SVGI/5, SVGII/1, and SVGII/2 whereas the HAstV were genotypes HAstV-1,
HAstV-2, HAstV-3, and HAstV-5.

In conclusion, the prevalence of NV infection was higher than those of SV and
HAstV in children hospitalized with diarrhea. The findings also suggested that
NVGI, NVGII, SVGI, SVGII, and HAstV were cocirculating among hospitalized

children in Chiang Mai.
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